Single-crystal X-ray study T = 150 K Mean (C-C) = 0.002 Å R factor = 0.049 wR factor = 0.131 Data-to-parameter ratio = 11.5
The steroid ring B of the title compound, C 22 H 32 O, is in a halfchair conformation. The five-membered ring is in an intermediate form between the envelope and half-chair conformations.
Comment
The structure of the title compound, (I), was determined in the course of our investigations toward the synthesis of (d-homo) steroid skeletons using Mukaiyama reactions (Sarabè r et al., 2005) . The molecular structure of (I) is displayed in Fig. 1 . Selected geometric parameters are given in Table 1 .
The six-membered ring containing atom C6 (the steroid ring B) is in a half-chair conformation, with the local twofold rotation axis running through the mid-point of the C7-C8 bond, as is illustrated by the asymmetry parameter ÁC 2 (C7-C8) = 2.9 (2) (Duax & Norton, 1975) . All other asymmetry parameters have values above 23 . The Cremer and Pople puckering parameters for this ring are = 48.7 (2) and ' = 153.6 (3) (Cremer & Pople, 1975) . Ideal values for this particular half-chair conformation are = 50.8 and ' = 150 . The six-membered ring containing C11 (the steroid ring C) is in a chair conformation, with all asymmetry parameters of type ÁC 2 (X-Y) and ÁC s (X) below 8 and all other asymmetry parameters above 111 . The Cremer and Pople parameter is 5. 46 (19) ; an ideal chair has = 0 . The fivemembered ring (the steroid ring D) is in an intermediate conformation between half-chair [ÁC 2 (C13-C14) = 10.83 (18) ] and envelope [ÁC s (C13) = 9.51 (17) ]. The Cremer and Pople ' parameter is 188.7 (3) , half-way between the ideal values of 180 (C13-envelope) and 198 (C13-C14 half-chair). The methoxy group is coplanar with the aromatic six-membered ring, as is illustrated by the torsion angle C4-C3-O3-C30 of 4.6 (2) .
Experimental
The synthesis of the title compound will be described elsewhere (Sarabè r et al., 2005) . Crystals suitable for diffraction experiments were obtained by evaporation of a solution of the title compound in methanol. )/3 (Á/) max < 0.001 Á max = 0.18 e Å À3 Á min = À0.18 e Å À3 Table 1 Selected geometric parameters (Å , ).
Crystal data

O3-C3
1.376 (2) O3-C30 1.432 (2) C3-O3-C30 117.24 (13) The coordinates of all H atoms were refined freely. Their displacement parameters were coupled to their carrier atoms according to U iso (H) = 1.5U eq (methyl C) or U iso (H) = 1.2U eq (other C).
Data collection: COLLECT (Hooft, 1998); cell refinement: DENZO (Otwinowski & Minor, 1997); data reduction: DENZO; program(s) used to solve structure: SHELXS86 (Sheldrick, 1985); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: PLATON (Spek, 2003) ; software used to prepare material for publication: PLATON. 
Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0378 (7) 0.0349 (7) −0.0049 (5) 0.0020 ( 0.0354 (9) 0.0272 (9) 0.0308 (9) 0.0018 (7) −0.0070 (7) 0.0002 (7) C6 0.0438 (11) 0.0317 (10) 0.0383 (10) −0.0074 (8) −0.0019 (8) −0.0062 (8) C7 0.0475 (11) 0.0361 (10) 0.0369 (10) −0.0054 (9) −0.0021 (9) −0.0083 (8) C8 0.0436 (10) 0.0299 (9) 0.0327 (9) −0.0027 (8) −0.0027 (8) −0.0034 (8) C9 0.0392 (10) 0.0281 (9) 0.0320 (9) 0.0003 (7) −0.0048 (8) −0.0013 (7) C10 0.0344 (9) 0.0279 (9) 0.0308 (9) 0.0015 (7) −0.0062 (7) −0.0003 (7) C11 0.0436 (11) 0.0351 (10) 0.0396 (10) 0.0281 (9) 0.0294 (9) 0.0018 (7) −0.0023 (7) −0.0006 (7) (3) 
